
bait fragment
sid fragment
interpro domain
other domain (pfam, smart, ...)
transmembrane domain
coiled-coil domain
signal peptide

legend

SID: Selected Interaction Domain
It is the amino acid sequence shared
by all prey fragments matching the
same reference protein.
SIDs have been found in numerous cases
to correspond to an identified structural
or functional domain.

Droso Ras

GID: 17136429

1 189
1 164 hgx256v1
1 161 Small GTP-binding protein domain-INTERPRO
1 166 Ras small GTPase, Ras type-INTERPRO
4 166 Ras small GTPase, Rab type-INTERPRO
4 25 Ras GTPase-INTERPRO
5 165 Ras-INTERPRO
6 166 Ras small GTPase, Rho type-INTERPRO
9 189 GTP-binding nuclear protein Ran-INTERPRO
27 43 Ras GTPase-INTERPRO

107 120 Ras GTPase-INTERPRO
141 163 Ras GTPase-INTERPRO

1 166 G3D.3.40.50.300-GENE3D
1 163 SSF52540-SSF
1 114 PTHR11708:SF125-PANTHER
1 114 PTHR11708-PANTHER
1 166 RAS-SMART
1 161 small_GTP-TIGRFAMs
4 25 RASTRNSFRMNG-PRINTS
4 166 RAB-SMART
5 165 Ras-PFAM
6 166 RHO-SMART
9 189 RAN-SMART
27 43 RASTRNSFRMNG-PRINTS

44 66 RASTRNSFRMNG-PRINTS
107 120 RASTRNSFRMNG-PRINTS

141 163 RASTRNSFRMNG-PRINTS

A Droso PI3K

GID: 24648471

1 1088
161 306 SID

56 132 Phosphatidylinositol 3-kinase, p85-bindi-INTERPRO
200 307 Phosphoinositide 3-kinase, ras-binding-INTERPRO

336 509 Phosphoinositide 3-kinase, C2-INTERPRO
338 515 C2 calcium/lipid-binding region, CaLB-INTERPRO

542 731 Phosphoinositide 3-kinase accessory regi-INTERPRO
724 1081 Protein kinase-like-INTERPRO

815 1085 Phosphatidylinositol 3- and 4-kinase, ca-INTERPRO
25 1087 PTHR10048-PANTHER
25 1087 PTHR10048:SF12-PANTHER

56 132 PI3K_p85B-SMART
56 132 PI3K_p85B-PFAM

133 316 SSF54236-SSF
134 316 G3D.3.90.690.10-GENE3D

200 307 PI3K_rbd-PFAM
200 307 PI3K_rbd-SMART

336 442 PI3K_C2-SMART
338 515 C2_CaLB-SSF

344 513 G3D.2.60.40.150-GENE3D
364 509 PI3K_C2-PFAM

517 723 SSF48371-SSF
525 723 G3D.1.25.40.110-GENE3D

542 731 PI3Ka-PFAM
545 731 PI3Ka-SMART

724 1081 Kinase_like-SSF
815 1035 PI3_PI4_kinase-PFAM
816 1067 PI3_4_KINASE_3-PROFILE
817 1085 PI3Kc-SMART
820 834 PI3_4_KINASE_1-PROSITE

863 1075 PI3/4_kinase_cat-GENE3D
921 941 PI3_4_KINASE_2-PROSITE

B Droso Raf

FlyBase V3: FBgn0003079

1 739
140 219 SID

56 84 Coiled domain
17 82 tRNA-binding arm-INTERPRO

141 212 Raf-like Ras-binding-INTERPRO
222 271 Protein kinase C, phorbol ester/diacylgl-INTERPRO

399 690 Protein kinase-like-INTERPRO
429 691 Protein kinase-INTERPRO
429 690 Serine/threonine protein kinase-INTERPRO

544 556 Serine/threonine protein kinase, active-INTERPRO
17 82 tRNA_binding_arm-SSF

140 212 SSF54236-SSF
140 212 G3D.3.10.20.90-GENE3D
141 212 RBD-SMART
141 212 RBD-PROFILE
141 212 RBD-PFAM

220 270 SSF57889-SSF
222 268 ZF_DAG_PE_2-PROFILE
223 268 G3D.3.30.60.20-GENE3D
223 268 ZF_DAG_PE_1-PROSITE
223 271 C1_1-PFAM
223 268 C1-SMART

399 690 Kinase_like-SSF
408 503 G3D.3.30.200.20-GENE3D

421 733 PTHR23257-PANTHER
421 733 PTHR23257:SF40-PANTHER

429 690 PROTEIN_KINASE_DOM-PROFILE
429 686 Pkinase-PFAM
429 691 Prot_kinase-PRODOM
429 690 S_TKc-SMART

435 455 PROTEIN_KINASE_ATP-PROSITE
504 709 G3D.1.10.510.10-GENE3D

544 556 PROTEIN_KINASE_ST-PROSITE

A Droso Rgl

GID: 6652992

1 954
860 953 SID

287 308 Coiled domain
209 743 Ras guanine nucleotide exchange factor-INTERPRO

237 381 Guanine nucleotide exchange factor for R-INTERPRO
452 719 Guanine-nucleotide dissociation stimulat-INTERPRO

858 948 RA-INTERPRO
209 743 Ras_GEF-SSF

237 377 RasGEFN-SMART
238 381 RASGEF_NTER-PROFILE
241 355 RasGEF_N-PFAM

250 379 PTHR23113:SF31-PANTHER
250 379 PTHR23113-PANTHER

418 606 PTHR23113-PANTHER
418 606 PTHR23113:SF31-PANTHER

435 718 G3D.1.10.840.10-GENE3D
452 719 RasGEF-SMART
453 667 RasGEF-PFAM
456 718 RASGEF_CAT-PROFILE

632 877 PTHR23113-PANTHER
632 877 PTHR23113:SF31-PANTHER
633 664 RASGEF-PROSITE

857 946 SSF54236-SSF
857 946 G3D.3.10.20.90-GENE3D
858 948 RA-SMART
858 948 RA-PFAM
858 948 RA-PROFILE

E Droso BtbVII

GID: 24656485

1 743
381 646 SID

194 219 Coiled domain
21 126 BTB/POZ-INTERPRO

31 126 BTB-INTERPRO
172 715 Cupin, RmlC-type-INTERPRO

552 604 Helix-turn-helix, Psq-like-INTERPRO
562 607 Helix-turn-helix, Psq-INTERPRO

3 117 SSF54695-SSF
3 120 G3D.3.30.710.10-GENE3D
5 377 PTHR23110-PANTHER
5 377 PTHR23110:SF27-PANTHER
21 126 BTB-PFAM

31 126 BTB-SMART
31 96 BTB-PROFILE

172 715 RmlC_like_cupin-SSF
552 604 HTH_PSQ-PROFILE

562 607 HTH_psq-PFAM

A Droso cno

FlyBase V3: FBgn0000340

1 2051
225 374 SID

1612 2051 SID
1332 1353 Coiled domain

1471 1496 Coiled domain
1630 1661 Coiled domain

39 133 RA-INTERPRO
256 348 RA-INTERPRO

340 474 SMAD/FHA-INTERPRO
397 462 Forkhead-associated-INTERPRO

689 917 Dilute-INTERPRO
979 1110 PDZ/DHR/GLGF-INTERPRO

5 491 PTHR10398-PANTHER
39 133 RA-PFAM
39 133 RA-SMART
39 133 RA-PROFILE

255 339 SSF54236-SSF
256 348 RA-PFAM
256 348 RA-SMART
256 348 RA-PROFILE

273 322 G3D.3.10.20.90-GENE3D
340 474 SMAD_FHA-SSF

373 470 G3D.2.60.200.20-GENE3D
397 447 FHA-SMART
398 462 FHA-PFAM

513 1851 PTHR10398-PANTHER
689 917 DILUTE-PROFILE

803 893 DIL-PRODOM
803 906 DIL-PFAM

979 1110 PDZ-SSF
980 1109 G3D.2.30.42.10-GENE3D

1012 1094 PDZ-PFAM
1012 1097 PDZ-PROFILE

1020 1097 PDZ-SMART
1962 2032 SSF54236-SSF

A Droso loco

FlyBase V3: FBgn0020278

1 829
332 434 SID

112 240 Regulator of G protein signalling-INTERPRO
360 430 Raf-like Ras-binding-INTERPRO

642 664 GoLoco-INTERPRO
104 231 SSF48097-SSF

110 463 PTHR10845-PANTHER
110 463 PTHR10845:SF28-PANTHER
112 133 RGSPROTEIN-PRINTS
115 231 RGS-PROFILE
115 231 RGS-SMART
115 231 RGS-PFAM

134 152 RGSPROTEIN-PRINTS
136 240 Regl_Gprotein-PRODOM
137 216 G3D.1.10.167.10-GENE3D

163 186 RGSPROTEIN-PRINTS
205 224 RGSPROTEIN-PRINTS

359 430 G3D.3.10.20.90-GENE3D
359 430 SSF54236-SSF
360 430 RBD-PROFILE
360 430 RBD-PFAM
360 430 RBD-SMART

431 501 RBD-SMART
431 501 RBD-PROFILE

485 826 PTHR10845:SF28-PANTHER
485 826 PTHR10845-PANTHER

642 664 GoLoco-SMART
642 664 GOLOCO-PROFILE

A Droso CG8965

FlyBase V3: FBgn0031745

1 430
62 193 SID

250 275 Coiled domain
60 246 RA-INTERPRO

2 428 PTHR21298-PANTHER
2 428 PTHR21298:SF2-PANTHER

60 155 RA-PFAM
60 153 RA-PROFILE
60 155 RA-SMART

154 246 RA-PROFILE
156 246 RA-SMART
156 246 RA-PFAM

E Droso paired

FlyBase V3: FBgn0003145

1 590
17 338 SID
4 130 Paired box protein, N-terminal-INTERPRO
5 127 Homeodomain-like-INTERPRO
7 137 Winged helix repressor DNA-binding-INTERPRO

181 259 Homeodomain-like-INTERPRO
182 259 Homeodomain-related-INTERPRO

188 252 Homeobox-INTERPRO
190 246 Paired-like homeobox-INTERPRO

4 128 PAX-SMART
4 128 PAX-PFAM
4 130 PAIRED_2-PROFILE
5 127 Homeodomain_like-SSF
7 72 Wing_hlx_DNA_bd-GENE3D
8 23 PAIREDBOX-PRINTS
13 100 PTHR19418-PANTHER
13 100 PTHR19418:SF72-PANTHER
26 44 PAIREDBOX-PRINTS

38 54 PAIRED_1-PROSITE
46 63 PAIREDBOX-PRINTS

64 81 PAIREDBOX-PRINTS
72 137 Wing_hlx_DNA_bd-GENE3D

181 259 Homeodomain_like-SSF
182 259 Homeodomain-rel-GENE3D
183 248 PTHR19418:SF72-PANTHER
183 248 PTHR19418-PANTHER
188 248 HOMEOBOX_2-PROFILE
190 252 HOX-SMART
190 248 Homeobox-PRODOM
190 246 PAX-PREFILE
191 247 Homeobox-PFAM

212 223 HOMEOBOX-PRINTS
223 246 HOMEOBOX_1-PROSITE
227 237 HOMEOBOX-PRINTS

237 246 HOMEOBOX-PRINTS
568 584 PTHR19418:SF72-PANTHER
568 584 PTHR19418-PANTHER

D Droso quail

FlyBase V3: FBgn0003187

1 888
1 284 SID
18 632 Gelsolin-INTERPRO

307 366 Gelsolin region-INTERPRO
666 888 Gelsolin-INTERPRO

823 888 Villin headpiece-INTERPRO
18 627 PTHR11977:SF5-PANTHER
18 627 Gelsolin-PANTHER
20 159 G3D.3.40.20.10-GENE3D
20 158 SSF55753-SSF
20 888 PIRSF002347-PIRSF

34 146 GEL-SMART
44 108 GELS-PREFILE

159 239 G3D.3.40.20.10-GENE3D
161 252 SSF82754-SSF
162 247 GEL-SMART

172 213 GELS-PREFILE
268 386 G3D.3.40.20.10-GENE3D

274 372 GEL-SMART
307 416 SSF82754-SSF
307 366 Gelsolin-PFAM

351 372 GELSOLIN-PRINTS
402 528 G3D.3.40.20.10-GENE3D

416 522 GEL-SMART
417 532 SSF55753-SSF

469 487 GELSOLIN-PRINTS
502 522 GELSOLIN-PRINTS

537 622 G3D.3.40.20.10-GENE3D
537 641 SSF55753-SSF

545 627 GEL-SMART
556 596 GELS-PREFILE
557 577 GELSOLIN-PRINTS

613 632 GELSOLIN-PRINTS
666 888 PTHR11977:SF5-PANTHER
666 888 Gelsolin-PANTHER

675 798 G3D.3.40.20.10-GENE3D
675 798 SSF55753-SSF

686 779 GEL-SMART
698 739 GELS-PREFILE

823 888 G3D.1.10.950.10-GENE3D
823 888 HP-PROFILE
823 888 VHP-SSF

853 888 VHP-SMART
853 888 VHP-PFAM


